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RESEARCH/TEACHING ACTIVITIES 

60% Research  Plant Breeding and Genetics 
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30% Administration Scientific Director, Institute for Plant Sciences 
 

HONORS AND AWARDS  
Lowell S. Hardin Award for Excellence in International Agriculture, College of Agriculture – 

2023  
Crops & Soils Merit Award In Recognition of Outstanding Contribution to Agriculture and 

the Seed Industry, Indiana Crop Improvement Association – 2022 
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David C. Pfendler Outstanding Undergraduate Counselor Award, College of Agriculture – 
2022 

Agronomy Outstanding Counselor – 2017, 2018, 2021, 2022 
Wickersham Chair of Excellence in Agricultural Research, Purdue University – 2007, 2015, 

2021 
Seed for Success, Excellence in Research, Purdue University – 2009, 2013, 2014, 2016, 2018, 

2020 
Agronomy Outstanding Teacher – 2020  
Fellow, American Society of Agronomy – 2017  
Fellow, Crop Science Society of America – 2017  
Spotlight Educator – Agricultural Council Student Choice Award, College of Agriculture, 

Purdue University – 2016  
Gamma Sigma Delta – Early Career Award – 2001 
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American Society of Agronomy 
Crop Science Society of America 
Sorghum Improvement Conference of North America 
National Association of Plant Breeders 
North American Plant Phenotyping Network 
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Tuinstra, M.R. and Al-Khatib, K., Kansas State University, 2019. Acetolactate synthase 
herbicide resistant sorghum. U.S. Patent 10,519,461. Issue Date: December 31, 2019. 

Tuinstra MR, Al-Khatib K. Kansas State University Research Foundation. Acetyl-CoA 
Carboxylase Herbicide Resistant Sorghum. U.S. Patent No. 9,617,530. Issue Date: April 
11, 2017. 

Tuinstra MR, Krothapalli K, Dilkes B, Buescher E. Genetic Mutations that Disrupt Dhurrin 
Production In Sorghum. U.S. Patent No. 9,512,437. Issue Date: December 6, 2016. 
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dried sorghum samples. Field Crops Research, 291, p.108764. 
https://doi.org/10.1016/j.fcr.2022.108764 
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S.P., Murray, S.C., Nelson, R., Poudyal C., Rocheford T., Rodriguez, O., Romay, M.C., 
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